
Though I am very grateful to have assisted various scientists on diverse projects, I am 
tired of working on someone else’s scientific hypotheses. I have my own set of 
hypotheses I want to investigate. I am an independent, critical thinker with the ability to 
tackle scientific problems from many angles. I want to have my own lab and teach 
undergraduate students. This is why I earned my PhD in biomedical sciences.  

I am a self-taught bioinformatician. Upon entering the UT Health San Antonio PhD 
graduate program, I had limited exposure to computer programming, having only one 
semester of C++. I did not let this deficit prevent me from breaking into the field of 
bioinformatics; I knew I wanted a bioinformatics project for my PhD thesis project and 
was willing to do anything to get in. I believed beyond a shadow of a doubt that 
bioinformatics would help scientists see biology in a deeper, more meaningful way. I 
knew my programming skills were lacking but I happily accepted the challenge. I happily 
taught myself how to program by purchasing textbooks and online courses out of pocket 
willingly. I struggled to teach myself how to analyze RNAseq, gene expression 
microarray, and DNA methylation datasets but my efforts would soon pay off. Not only 
were faculty amazed at my skills but so were my classmates. My classmates (and 
labmates) eventually came to me, one by one, asking for my help. I happily obliged to 
not only analyze their data but to teach them how to analyze the data themselves. 
Because of my eagerness to help my classmates, I was acknowledged as an author of 
numerous publications. 

I have a deep passion for the field of bioinformatics as seen in my willingness to teach 
the subject matter. As a graduate student, I was a teaching assistant for two 
bioinformatics courses taught at UT Health San Antonio: Intro to Bioinformatics, and 
Intro to Functional Genomics. As a TA for the Intro to Bioinformatics course, taught by 
Dr. Stephen Harris, I gave lectures on gene expression analysis and how to use data 
obtained from the UCSC Genome browser for different use cases. In the Intro to 
Functional Genomics course, I learned that students learn at different rates. One 
student was failing the course but I intervened. I approached the student about failing 
grades and spent entire weekends working closely with this student to help them better 
understand the material. Not only did the student pass the course, but the student 
applied what they learned from the course to analyze data from their ChIPseq PhD 
thesis project. 

If there is one thing that I want people to learn from my situation is to not allow 
“limitations” define you. You can overcome anything you set your mind to do. There will 
be MANY people who will challenge your passion for anything in life. There will be 
people who will try to put you in a box and tell you what you can and cannot do. 
IGNORE THESE PEOPLE. Please do NOT let what these people say or do affect you. 
You keep on being the superstar that you KNOW you are. :) 


